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A Study of the genetic relationship between local isolates of
olive Knot bacteria Pseudomonas savastanoi pv. savastanoi

Abstract

Olive Knot caused by the bacterium Pseudomonas savastanoi pv.
savastanoi (Pss) is one of important diseases infecting the olive tree in
Syria. Repetitive - PCR (rep-PCR) techniques were applied to 25 isolates
of Pss (isolated and defined by chemical tests and artificial infection) to
distinguish isolates and to draw the genetic dendrogram. Electrophoresis
of rep-PCR products showed distinct bands of weights ranging between
100bp and 1400bp, ( 24, 12, and 12 bands of ERIC-, REP-, BOX-PCR
techniques respectively). The similarity matrix of the isolates genetic
fingerprints results of rep-PCR techniques was calculated using
POPGENE 1.32 program. The percentage of similarity in the studied
bacterial isolates ranged between 40% and 100%. The isolate sav21 from
Mesyaf region was the closest to the reference isolate (B46) with a
similarity of 85%, followed by sav5.2 and sav10.a from Lattakia region
with a similarity with reference isolate (B46) of 80%. The genetic
dendrogram was divided in two clusters, one of which included the
reference isolates (S32, B34, A77, B46) and the other was divided into
two separate sub-clusters, the first sub-cluster included the isolates of
Mesyaf region (sav20, sav21, sav23). The second sub-cluster included the
isolates of Lattakia region. Thus, DNA fingerprinting techniques were
able to classify Pss isolates into three clusters according to the isolation
region.

Key words: Pseudomonas savastanoi, fingerprint, rep-PCR, genetic
dendrogram, Syria.
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