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A study of effect TLR4(T4CRB1) gene on
some productive and immunological
Indicator in Holstein-Friesian cattle

Summary

The study was conducted on 20 Holstein-Friesian cows in the
facility of Homs cows, blood and milk samples were collected, and
laboratory work was carried out on blood samples in the
laboratories of the College of Veterinary Medicine in Hama, and
milk samples were analyzed at the Agricultural Scientific Research
Center in Hama. The genotypes of the TLR4(T4CRB1) gene, and
the study of their association with milk production and its
components, in addition to their effect on the number of somatic
cells and the degree of mastitis, polymerase chain reaction-
restriction fragment length polymorphism (PCR-RFLP) and DNA
sequencing, was used to determine the AA,AB,BB genotypes. The
results showed that the three genotypes of the TLR4(T4CRB1) gene
were not associated with milk production and its components, and
all the genotypes were not significantly associated with the number
of somatic cells and the degree of infection.

Key words: TLR4(T4CRB1) gene, PCR-RFLP - mastitis - milk.
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